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WIEE 525 EIE T8 5 H (Artiodactyla) . %7K H (Suina) . J&F} (Suidae)
)& (Sus) o FHERATEBARMPAERELNEEL—, NEHES—HRALLAT]
MDIEEN SR K (Sus domesticus) IR T4 (Sus scrofa) , YIHLHE R KLTE
FEA> 10000~8000 R, X —WfHIIER NSRRGSR HERE . g AR < )F
ARG B . EAh, BPRERYIML S, HEsh 5 AT ST RCE VI, Bk,
FREMYME 5 LV ST RIERIE 5 BUEVIARDE, — R W ZOE A e
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P S ACDUBEN B . HN 28 22 Kb . VAT R BT 32 B o IV AR ok T AR S gt b o 4
ORI T AR, LAz, WERE. WS af LoRE, X —i I 5
Lo ATAE BT WAL R U DA S A 5 T AR R X, T R X A A ok S Ak
EhX . S—Ji, FBBREREAETERIZ 00, RN G, BR
o [ G A T At I o AR RTE AN [R] b 3025 8 I 2 1 B 49 17 T S 1
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RAEYFH T RGO A SEAE R EZ R B0 b, sl AR E SRR A
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TIRIRT LB “TIRART” D BHALT H A @A TR S B 5 708 2 71
FAATAZ FAL, shHRARBR N R Z0125° 567 ~126° 06’ , Jb4i41° 40 ~41° 417 , Hu3y
TEABONMES, TR, RECFEMIE R LG I SIER N L AE, TEAE Tk
ey BB B AR, KA T H A SRR, WA, ERORE. PE
B, R MG AR F RS AR L B X AR M stk 2 —, xRl
b X e Rk o AR R S R C 2 m A I VR . R BT B R . Jehh, %
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DNAZIHIT, S TS 508 g s e A e i, TELR L.
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A FHCR Y, R RIS B R AR AR L, SEAMRIRSSL he BE
JE T Y REA B T 5% AR R IR 15min, IR TEK . BAKIEE. TG
SR AR RS o8 6 BT, AT SOmin, 723545 VAR A VR EEHL6850 SPEX
CertiPrep Freezer/mill (3EH) FHIHERM AR, 703 M500mg/FHE, —20°CHAIRIRIE .
3. 7 DNA #HX. PCR &AM

HDNARIFE : REANFEAREG00 meiHy, #HRE AR N7 53T I DNARIHR [8]

PCRY 3 : R4S 7 HIAJ002189 ¥ 1T T — X 51 44 1 189bp K L KL AADNA D-1oop/F
5l (15439-15627) , IEMGIYIPIGIF 5° CAAAACAAGCATTCCATTCG 37,
JIAIBIMIPIGIR 5° TGGGGACTAGCAATTAATGC 3’ . FH8FEFF: 95°C3 minZetE, BHJE36
fE¥R: 94°C 40s38ME, 52-55°CiB-K45s, T2°CHEMI45s, fJET72°CFRLEM 10 min, 4°C
¥, FHAR: 50 uL&2.5 mmol/L Mg™, 1XBuffer, 200 umoL/L dNTPs, 1.2 mg/mL
BSA, 0.4nmol/L F25514, 1 U Tagh, 3ul DNAJHFZRAR

DNA Uy - PCR 3™ 48 = 438 1 2% i Bt Jle L JASL » I HY QTAEX®TT GEL Extraction
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SITAGETE Dyeprimer RFIEEAT IE M T SN o
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T DNA fff 70 1) O B ORAIE AT A3 250408 1 L 1k o At AU S0 A0 7E 2 1197 DNA 52
W= T, FRRICT A TS Y . B AE SR I g BUZ B A R, B MENE
MOE, ARFE. Bl —PERE, THERTFE: &% HRERERERE S &M
R AN R SR AT BT G A3 — R PR SR BGREA FIAS & SR DNA (3R5R155 . BT e
FIXTHE . PCR 4392 0t B AR 2 B, SR ILERE AR IO Hb AT PCR 9 145 A5 rh AT W 1 41
U DNA [R)V5 5%, FRATTHTSRAS (K8 2 ST SE 1Y
2. HRMELALE DNA 7538 R

AT —HLARAT 10 MK EE S 189bp [ ARG A L A4 DNA FP 31, 5226 7 41 AJ002189
MG, —3RI T AR RALR, € PN ERAEAY HL AT H2 (3R 2). H1 4 9 Ml AUE Mk
s, BRIk 90%, X AE 7 H1 o rb [ o AR 1) SR R A 2 (B ARV R /2



B ACHE A MR P42, SRTEINE PT. P14, P41 DL AR E I3 P8, P12, P22,
P33 JLE AR A HL, X — 45 AR MBI A A5 B ARG A 238 B L B LT AR R, 5
RARTHIX (R ZEAE BORE A DNA B ZR8L J7 AR AEE S, M — M0 e bt 1 244 3 5
)5 b () T A LB NATTX ) 7 it o 1 3 45 5

% 2 HARHE I mtDNA ZE AL R
R AL FEAR LI =
Lf1 1|1 |t]1]1
5/5[5|5|5|5|5
5/5[5|5|5|5|5
415(6[7|7]81]9
318 |5 |1]9]7]|2
AJ002189 [T |T |G |C|C|C |A
H1 C|A|[A |- |T|T|G|P7, P8, P12, P14, P22, P33,
P37, P41, P42,
H2 CIA|A|-|T|T]|. P43
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Larson SEXF WO AR 7 MM IX 686 H 5008 5 E M8 I LRIk DNA #EAT T LA, 4528
REIUAS R HIX 1) 28 3 A2 55 AN 1 DX PR B A R 2 DG EInAR{BL, JR4iE H 6 > ml e ARSI
i B WP TR R ENE. RS, KFEHRILNTEE". AT
BB it A S IURSHE B R R R, AT GenBank EZEHL 7R 7K.
R St AR I S S AR EExt e 81, 36 178 ANl BT MEGA 4 BRAFHIEE RSt
BH (K Do RGERKEWER 7 =AEEEE: RIE. PR, MM, KERA
X E B AFR SRR - E &AM ST EZOE REA R, BriEh
[E IR R AL IR R AR .

ZHE IR FEn] LR T8 NSRIARTE 7 30, G BF A o AR ) B ST AEAN gt
o M DNA FORBE RS A IR, A 3RATRT BAE S T MR D sk
ZNAS, AT ZOE RIS 257 BORHR 7R T3 R 7 X MOBT A A B AT o
W, BT FOEIEAE — B, JFH—HELERI B N . P EIA 5 DMEEA, H
2 LU B B A, A A B X R R A X R 0 A A 2R G B I R
(S.s. ussuricus). MHAFERAIIE, AUCH DNA FA 70 B s 11z X 508 I HT A 416



JARIE AR WAE B R AL B RATIESE . BB SOE AL, TR T M A
FEPACES, EERILA 27 NWAh. gia5h 5, B, AV MuEE, BT
NTTRAR T X A BT REMGH A7 S B IS T e 7 9L SRR o B IR sl i
ARAT LI H oy PR 2 AROE IR 5 R A% WX, TR X S8 X 2 0 Al 24~ B
HER, s Bon B E R ZOF AR I B _EIRHIX, S5 G FATHI 0 25 R 7 o [ X
FERRA P REAE Z N HLIX 2 I 1 ST B R TR]

FE Rk, AR T 58, mHAR R 7 — LB 8z, H v,
AT AT B A AT T DNA 73 b e MIFRIES E 138, — SR i S AR A FRATT i R
TFREWTTT. BEAh, AT K DNA J Boscd, SRALsi it S B AR . 3 il U2 Al ]
SRR E A, R ERAHE 2 12 X 58 Y BAT R

B AR EZ B TS TUE M) #E AR E S i 2009
FREERBH (R X S RIMEFLEE ) G#ES: 2009JJD780003) « HE
NSRRI H B4 58 Ch E OB RIER 2 7% 52 ik s:
09YJC780003) « “+—Tu” [H K RHE S IF R E ST H “ PR HHRETRE (Z)7
(3500BC-1500BC H[E I 5 R K RN B AR 5L Gt 58 ) (i 5.
2006BAK21B03) . [ ZFEA R AN A BB ETH (S : J0930002). HEE A+ 55
SHHGTIIE S 20080430156) H [EH L G RFA B SRR T EIIE (HHES
200902491).
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Mitochondrial DNA analysis of Pig remains excavated from Wanfabozi
Archaeological Site, Tonghua City, Jilin Province

Dawei Cai Yang Sun Zhuowei Tang Liebin Wang Hui Zhou

Abstract:In order to investigate the origin of Chinese domestic pig, we analyzed 10 pig remains
excavated from Wanfabozi archaeological sites dating from the Late Neolithic Period to the Spring
and Autumn and Warring States Period in Tonghua City, Jilin Province. PCR amplification,
sequencing and DNA analysis were performed by using 189bp mitochondrial DNA D-loop
fragment. Our result showed the continuity of maternal heritage in ancient pigs. For further reveal
the relationship between ancient and modern pig, phylogenetic analysis were carried out based on
sequences of pig from East Asia, Near East and Europe. Phylogenetic tree showed that ancient
pigs were grouped into modern Chinese pigs, and clearly separated from pigs in Near East and
Europe. Together the abundant archaeological evidences and the distribution of wild boar in
Northeast China, our results suggest that Wanfabozi ancient inhabitants may have domesticated
pig from the late Neolithic Period.

Key words:pig; Mitochondrial DNA; ancient DNA
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